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Biography 

Paola Picotti is Full Professor at the Institute of Molecular Systems Biology at ETH Zurich. Born in 
1977, she was trained as a medicinal chemist at the University of Padua where she also earned her 
PhD in Biotechnology in 2006. After a postdoc with of Ruedi Aebersold at ETH Zurich, she was 
appointed Assistant Professor at ETH Zurich In 2011, and subsequently Associate Professor in 2017. 
Since 2022 she is Full Professor at ETH Zurich. 

Paola Picotti’s research group develops mass spectrometry-based proteomics technologies and 
applies these tools to the study of neurodegenerative diseases. A major contribution of the Picotti 
group is the development of an approach to probe the structural changes of thousands of proteins 
simultaneously within complex biological and biomedical samples (LiP-MS). Using LiP-MS, Picotti’s 
team identified candidate structural biomarkers for Parkinson’s disease, mapped protein-small 
molecule interactions, characterized the determinants of protein thermostability, and demonstrated 
that global structural analyses provide a new type of molecular readout for pathophysiological 
changes. 

Prof. Picotti was awarded the EMBO Gold Medal, the Cotter Award of the US-HUPO, the HUPO 
Discovery in proteomics sciences award, the SGMS award, the EMBO Young Investigator Award, the 
Friedrich Miescher Award, the Juan-Pablo Albar award of the European Proteome Association, two 
ERC Grants (Starting and Consolidator), the Rössler and Latsis prizes of ETH Zurich. Paola Picotti is 
member of the German Academy of Sciences (Leopoldina) and of EMBO.  

 

Honours and Awards 

2023  Molecular and Cellular Proteomics - Lectureship Award 
2022  EMBO Member 
2021  HUPO Discovery in Proteomics Award 
2021  Falling Walls competition, Winner, Life Sciences Category 
2021  Guest professorship at the University of Cologne 
2020  Rössler Prize, ETH Zurich 
2020  Member of the German National Academy of Sciences (Leopoldina) 
2019  EMBO Gold Medal (*, co-corresponding) 
2019 - 2024  ERC Consolidator Grant 
2018  Juan Pablo Albar Protein Pioneer Award, European Proteome Organization 
2018  Friedrich-Miescher Award 
2016  Robert J. Cotter Award, American Human Proteome Organization 
2016  SGMS Award for independent research in the field of MS 
2016  EMBO Young Investigator Award 
2014 - 2019  ERC Starting Grant 
2014  “Top 40 under 40”, The Analytical Scientist magazine 
2012  ETH Latsis Prize 
2011 - 2016  Swiss National Science Foundation Professorship 
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